

CnTGnora Corrociocl Oy U>0 STIC SyuWno G-nnch /?,/-, 

sor*oi hu^o, — ENT E R E D v G ::;r^ -4w=^~ 



□ 
□ 

□ 



□ 
□ 
□ 



□ 



□ 
□ 



□ 



Changod a f ilo Ifom non-ASCII lo ASCII by — ' (ST| C siai 

Changed Iho marg.no in cases who'O Iho sequence loxl was trapped* down lo Iho noxl lino. 

I 

Edited a format enor in Ihe Current Application Oala section. specifically: 



Edilod iho Current Application Data secl«on wrth Ihe acluaJ cuneni number. The number inpulled by Ihe 
applicant was Q Ihe prior applicabon dala; or Q other .. - 

Added Iho mandatory hoading and subheadings lor 'Current Application Oala*. 

Edited iho 'Number of Sequences* liold. Tho applicant spcllod out a number instoad of using an mlogor 
Changed Iho spelling ol a mandatory held (the headings or subheadings), specifically.^ 



Corrccled Iho SEQ 10 NO when obviously incorrect. The sequence numbers lhat wero edited were: 



Inserted or corroded a nucleic number at tho end ol a nucleic lino SEO 10 NO s edited: 



Corroded subheading placement. All responses musl bo on Iho same line as each subheading. 'II iho 
applicant, placod a rosponsc below Iho subheading, this was moved lo ils appropnato pfaco. 

inserted colons alter headings/subheadings Headings edited included 



Deleted extra, invalid, headings-used by an applicant. specifically 



Oclelod: Q non-ASCll *garbago' at iho beginning/end of dlos: □ secretary imtials/lilenamo ol end of file 
□ page numbers throughout lexl: □ other invalid toxl. such as — ; 



Inserted mandatory headings, specifically: 



Corrected an obvious error in Iho response, specifically: 



Ediicd identifiers where upper case is used but lower caso is required, or vice versa 
Corrected an orror.in tho Number of Sequences field, specifically 



A "Hard Pago Break* code was inserted by Ihe applicant. All occurrences had lo bo deloted. 

Oeloted ending stop codon in amino acid sequences and adjusted ihe *(A)Lcngth.' field accordingry (error 
duo to a Palentln bug). Sequences corroded: 



Other: 




Examiner: jkc abovo corrections must bo communicated to .he applicant in tho firsl OfMcc 



Ac'lfoV 4 OO NOT send a copy of this form 
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2:> 



RAW SEQUENCE LISTING DATL : 12/31/2001 

PATENT APPLICATION' US/10/00 5 f 2 16 I1ME: 18:43:02 

Input Set : A:\PTO.AMC.txt 

Output Set: N:\CRF3\12 312001\J00 5216.raw 

4 <110> APPLICANT: Allen, Keith D . 

6 -:120 • TITLE OF INVENTION: TRANSGENIC MICE CONTAINING CALCIUM ION 
CHANNEL (Trp6) GENE DISRUPTIONS 
10 Cl30> FILE REFERENCE: R-881 
C--> 12 <140> CURRENT APPLICATION NUMBER: US/10/0 0 5 , 2 16 
C--> 12 <141> CURRENT FILING DATE: 2001-12-04 

12 -rlfiO ■• PRIOR APPLICATION NUMBER: US 60/280,373 

1 3 -151- PRIOR FILING DATE: 2001-03-29 

15 -:150 ■ PRIOR APPLICATION NUMBER: US 60/255,227 

16 -151 • PRIOR FILING DATE: 2000 - 12 - 11 
18 -:160 - NUMBER OF SEQ ID NOS : 4 

20 el70 - SOFTWARE: FastSEQ for Windows Version 4.0 
1 - 210:- SEQ ID NO: 1 
211- LENGTH : 3261 
212:> TYPE: DNA 
213 :•• ORGANISM: Mus musculus 
40G> SEQUENCE: 1 

2 8 cgcctgtgcc ctctgcctgg gagcctgggg ccgcctgtct gcgcggtccg gatgegctca h0 

29 qgtcaaggtt cctttcgcgg etgtctccca agcccctaac tagtgacttc oactgtggcg 120 

30 ggeagggaag ccattggcag aacctagcca gtcaggaatc tgcatctctt ccctoattat L80 

31 octctccctg gcattgcttt gctcgggtcc agctcagttg gtgacgcggc cccttctccc 24 0 

3 2 caggttggga tccacggaag caggggtgca ggccggccag gcactgtgcc atgagccaga 300 

3 3 qcccgaggtt cgtgacccgg aggggcggct ctctaaaggc tgcccctgga gccggcaccc 360 
34 ggcgoaacga gagocaggac tatttgctga tggacgagct gggagacgac ggctacccgc 4 20 
3 5 agctcccgct gccaccgtat ggctactacc coagcttccg gggtaatgaa aacagactga 4 80 

3 6 ctcaccggcg goagacgatt cttcgtgaga agggaagaag gttagctaat cgaggaccag 54 u 

37 catacatgtt taatgatcat tcaacaagcc tgtctattga ggaagaacgc tttctagatg t»0u 

38 cagttgaata tggcaacatc ccagtggtct ggaagatgct agaagagtgt cattccctca h6n 

39 atgttaactg tgtggattac atgggccaga atgccctaca gctggctgtg gccaatgagc 720 

4 0 acttggaaat cacagagctg ctactcaaga aggaaaactt gtctcgagtt ggggatgctt ~8u 
4 1 tacttttagc cattagtaaa ggttatgtac ggattgtgga ggcaatcctc aaccatccat H4u 
42 nttttgctga aggcaaaagg ttagcgaraa gocccagrca gt ctgaactt cagcaagatg ( "n)0 
4 3 acttttatgc ctatgatgaa gatgggacgc ggttctccca tqatgtgact ccaatcattc 960 
4 4 t.cgctgcaca ttgccaggaa tatgaaattg tgcataccct cctgagaaag ggtgcccgga 1020 
4 5 t.tgagcggcc tcatgattac ttctgcaagt gtacagaatg cagccagaag cagaagcatg 10 80 
46 attccttcag ccactctaga tccaggatca atgcatacaa aggtctggca agtccagcat 1140 
4 7 acctigtcatt gtccagtgaa gatccagtca tgactgcttt agaacttagc aatgagctgg 1200 
48 cagtgcttgc caacattgag aaagagttca agaatgacta caggaagotg tctatgcagt 126,0 

4 9 gcaaggattt cgttgttggt ctcttggacc tctgcagaaa cacagaggaa gtggaggcca 1320 
50 tcctgaatgg ggatgcagag actcgccagc ccggggactt cggccgtcca aatctcagcc 1380 
5 L qtttaaaact tgctattaag gatgaagtaa aaaaatttgt ggctcatcca aactgtcagc 14 4 0 

52 aacagctcct gtccatatgg tatgagaacc tctctggttt acggcagcag accatggcag 1500 

53 tgaagttcct cgtggtcctt gctgttgcca ttggattgcc cttcctggct ctcatatact 1560 

54 ggtgtgctcc ttgcagcaag atggggaaga tattgccgag accgttcatg aagtttgtag 1620 

5 5 cacacgcagc ctccttcacc attttcctgg ggctgctcgt catgaatgca gctgacagat lbBO 
56 ttgaaggcac caagctcctc cctaatgaaa ccagcacaga taatgcaagg cagctgttca 1740 
5'. 7 ggatgaaaac atcctgtttc tcatggatgg agatgctcat tatatcctgg gtaataggca 1800 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/00 5,216 



DATE : 1 2/3 1/200 ] 
TIME: 18:43:02 



Input Sot : A:\PTO.AMC.txt 

Output Set: N:\CRF3\12312001\J005216.raw 

^3 tqata tqqgc tgaatgtaaa gaaatctgga ctcaaggccc :aaagaatac ttatttgagt 

vi tgtggaatat gcttgacttt ggaatgctgg caatctttgc agcatcattc attgcaagat 

► .u ttatggcgtt ctggcatgca tccaaagctc agagcatcat igatgcaaat gatactttaa 

»■ \. aggatttgac aaaagtcaca rtgggggaca acgttaaata ctacaatctg gceaggataa 

♦ ■2 agtgggaccc tactgatcct cagatcatct ctgaaggtct ttatgcaatc gctgtggttt 

< taagtttete cagaatagct tacattttac cagcaaatga aagctttgga cctctgcaga 

^ 4 ttteacttgg aagaacagtg aaagatatct tcaaattcat ggtcatattc atcatggtgt 

h r > ttgtagcctt tratgattgga atgttcaacc tttaetccta ctacattggc gcaaaacaga 

hh atgaagcatt caea aeagt t gaggaaagtt ttaagacact gttctgggct atctttggtc 

e»7 tttctgaagt gaagteagtg gtcattaact acaatcacaa gtteattgaa aacatcggct 

t->8 aegttctgta tggtgtctat aa tgtcacaa tggtcattgt tttgctaaat atgttaattg 

t-.y cgatgatcaa tagtc cattc eaggaaattg aggatgatgc ggacgtggag tggaagtttg 

attgtggttt tcctactttg aggaggggag aacacttcct gtocccttca 

aagtccaaaa tccttgcttt atctcctatt gaaatttaag aaatggatgt 

agggtcaa aagcaaggct tccaagaaga tgcagagatg aacaagagaa 

gaaatttgga atttcaggaa gtcacgaaga cctttcaaaa ttttcacttg 

jt.tggoaoac lacaaacaat caagtacaag gagctcagaa gattatcatt 

^agtaaccct ccaagacaat atcagaaaat catgaagaga ctcattaaaa 

jcaggcccag attgataagg agagcgatga ggtgaatgaa ggggaattga 

jcaagacatc tcaagtctec gttatgaact ccttgaagag aaatcacaga 

^ctagcagag otcattagaa aactcgggga gagactgtcg ttagagccaa 

aagccgcaga tagagcagag cccctcagaa gtgeatattt atttctccac 

attattttct gacttatttt tttaagtgtc aatgataaaa agtatgttaa 

jagtcctaat atcaagcttt ttgggagatt aaattgcatt 

J 



i.j caagggccaa 
"'l atcttgtacc 
7 j gtgagctcat 
7 3 atga ^gaaaa 
7 4 uoaaaaatca 
~*5 taaatagttt 
gatatgtatt 
^ 7 aggaaattaa 

7 8 actcagaaga 
7 9 agctggagga 

8 0 ttgaagccat 
81. otgataaott ggatcattta 
8 2 gctgagggct aacaattgct 
84 <210:> SEQ ID NO: 2 

8 5 <211> LENGTH: 9 30 

86 <212:- TYPE: PRT 

8 7 <1213> ORGANISM: Mus musculus 
<400> SEQUENCE: 2 

90 Met Ser Gin Ser Pro Arg Phe Val Thr Arg Arg Gly Gly Ser Leu Lys 

91 1 5 10 15 

c <2 Ala A La Pro Gly Ala Gly Thr Arg Arg Asn Glu Ser Gin Asp Tyr Leu 
9 3 2 0 2 5 3 0 

9 1 Leu Met Asp Glu Leu Gly Asp Asp Gly Tyr Pro GLn Leu Pro Leu Pro 
9 5 35 40 45 

96 Pro Tyr Gly Tyr Tyr Pro Ser Phe Arg Gly Asn Glu Asn Arg Leu Thr 

9 7 50 55 60 

9 8 His Arg Arg Gin Thr lie Leu Arg Glu Lys Gly Arg Arg Leu Ala Asn 
9°» 6 5 7 0 7 5 80 

l'i0 A^g Gly Pro Ala Tyr Met Phe Asn Asp His Ser Thr Ser Leu Ser lie 
KU 85 90 95 

102 Glu Glu Glu Arg Phe Leu Asp Ala Val Glu Tyr Gly Asn He Pro Val 

103 100 105 110 

H">4 Val Trp Lys Met Leu GLu Glu Cys His Ser Leu Asn Val Asn Cys Val 

K»5 115 120 125 

K'6 Asp Tyr Met Gly Gin Asn Ala Leu Gin Leu Ala Val Ala Asn Glu His 

107 130 135 140 

108 Leu Glu He Thr Glu Leu Leu Leu Lys Lys Glu Asn Leu Ser Arg Val 



1:360 
10 2C 

I'M r 

2 1 ) 4 ' 
2 Km 
2K-' 

' 1 ' t "t f 
4— j— 

2 2 hi 

2 .<4' 
2 4 1 '.J 1 
24 hi 

2 5 2 1 
2 5 8' 
2 fi 4 1 
2 7i)i 
2 7 6 1 
2 8 2 1 
2 8 H 1 

2 04i 

3 0 0 1 
30 hi 

3121 
318 C 
324 0 
3261 
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RAW SEQUENCE LISTING DATE: 12/31/2001 

PATENT APPLICATION: US/10/005,216 TIME: 18:43:02 

Input Set : A:\PTO.AMC.txt 

Output Set: N:\CRF3\12312001\J005216.raw 

10') 14 5 150 155 160 

110 Gly Asp Ala Leu Leu Leu Ala lie Ser Lys Gly Tyr Val Arg He Val 
1 1 L 165 170 175 

11 J jIli Ala lie Leu Asn His Pro Ser Phe Ala Glu Gly Lys Arg Leu Ala 

113 180 185 190 

114 rhr Ser Pro Ser Gin Ser Glu Leu Gin Gin Asp Asp Phe Tyr Ala Tyr 

115 195 200 205 

116 Asp Glu Asp GLy Thr Arg Phe Ser His Asp Val Thr Pro He lie Leu 
11" 210 215 220 

11H Ala Ala His Cys Gin Glu Tyr Glu lie Val His rhr Leu Leu Arg Lys 
11'* 22 5 2 30 2 35 240 

120 Gly Ala Arg lie Glu Arg Pro His Asp Tyr Phe Cys Lys Cys Thr Glu 

121 ' 245 250 255 

122 Cys Ser Gin Lys Gin Lys His Asp Ser Phe Ser His Ser Arg Ser Arg 

12 3 260 265 270 

124 lie Asn Ala Tyr Lys Gly Leu Ala Ser Pro Ala lyr Leu Ser Leu Ser 
12 r . 275 280 285 

12*-. Ser- Glu Asp Pro Val Met Thr Ala Leu Glu Leu Ser Asn Glu Leu Ala 
12 t 290 295 300 

12H Val Leu Ala Asn He Glu Lys Glu Phe Lys Asn Asp Tyr Arg Lys Leu 
12'< 305 310 315 320 

130 Ser Met Gin Cys Lys Asp Phe Val Val Gly Leu Leu Asp Leu Cys Arg 

13 1. 325 330 3 35 

132 Asn Thr Glu Glu Val Glu Ala lie Leu Asn Gly Asp Ala Glu Thr Arg 

133 340 345 350 

134 Gin Pro Gly Asp Phe Gly Arg Pro Asn Leu Ser Arg Leu Lys Leu Ala 

13 5 3 55 360 36 5 

1 3 #i He Lys Asp Glu Val Lys Lys Phe Val Ala His Pro Asn Cys Gin Gin 

137 370 375 380 

138 Gin Leu Leu Ser He Trp Tyr Glu Asn Leu Ser Gly Leu Arg Gin Gin 

139 385 390 395 400 

140 Thr Met Ala Val Lys Phe Leu Val Val Leu Ala Val Ala He Gly Leu 

14 1 405 410 415 

14 2 Pro Phe Leu Ala Leu lie Tyr Trp Cys Ala Pro Cys Ser Lys Met Gly 

143 420 425 430 

144 Lys He Leu Pro Arg Pro Phe Met Lys Phe Val Ala His Ala Ala Ser 

145 435 440 445 

146 Phe Thr He Phe Leu Gly Leu Leu Val Met Asn Ala Ala Asp Arg Phe 
14" 450 455 460 

148 Glu Gly Thr Lys Leu Leu Pro Asn Glu Thr Ser Thr Asp Asn Ala Arg 
14<* 465 470 475 480 

150 Gin Leu Phe Arg Met Lys Thr Ser Cys Phe Ser Trp Met Glu Met Leu 

151 4 85 4 90 4 95 

152 He lie Ser Trp Val He Gly Met He Trp Ala Glu Cys Lys Glu He 

153 500 505 510 

154 Trp Thr Gin Gly Pro Lys Glu Tyr Leu Phe Glu Leu Trp Asn Met Leu 

155 515 520 525 

156 Asp Phe Gly Met Leu Ala He Phe Ala Ala Ser Phe He Ala Arg Phe 

157 530 535 540 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/1 0/0 0 5 , 2 1 6 



DATE : 12/3 1/2001 
TIME: 18:43:02 



Input Set 
Output S" # 



A:\PIO.AMC.txt 

N:\CRF3\12 3 12 0 0 1\J00 52 16 . raw 



158 


Met 


15 9 


54 5 




Asp 


1» 1 




In J 


Tvr 

i. 


1*. < 




1 hi 


lie 


1^.5 






He 


1 b ' 7 




1^ 8 


Ser 


l»,-i 


62 5 


l"u 


I le 


17 1. 




1 "■' J 


Tvr 


17 < 




174 


Ser 


H5 




1^6 


Se r 


I 7 7 




178 


Val 




705 


1 8 0 


Met 


1 8 1 




182 


Ala 


18 a 




184 


Phe 


1 8 5 




18b 


Pro 


18" 7 




188 


Glu 


189 


785 


19(i 


Asn 


l'U 




1^2 


Asp 


1 '? 3 




I'M 


Gin 


1 * 5 




1 b 


Asn 


1*-*? 




1 9 8 


Tyr 


1 9 


865 


2 00 


Gly 


2(»1 




2 0 2 
2 ( 1 3 


Leu 


204 


Arg 


2 0 5 




206 


Arg 



Ala Phe Trp His A '. j Sei i.vs Ala Gin Ser He lie Asp Ala Asn 

5 5 0 '55 5 • 0 
Thr Leu Lys Asp Leu Thi Lys Val Thr Leu Gly Asp Asn Val Lys 

565 570 575 

Tyr Asn Leu Ala Arg lie Lys Trp Asp Pro Thr Asp Pro Gin He 

580 585 590 

Ser Glu Gly Leu Tyr Ala He Ala Val Val Leu Ser Phe Ser Arg 

5 9 5 6 0 0 6 0 5 

Ala Tyr lie Leu Pro Ala Asn Glu Ser Phe Gly Pro Leu Gin lie 
630 615 620 

Leu Gly Arg Thr Val Lys Asp lie Phe Lys Phe Met. Val lie Phe 

6 30 6 35 640 
Met Val Phe Val Ala Phe Met lie Gly Met Phe Asn Leu Tyr Ser 

645 650 655 

Tyr lie Gly Ala Lys Gin Asn Glu Ala Phe Thr Thr Val Glu Glu 

660 665 67 0 

Phe Lys Thr Leu Phe Trp Ala He Phe Gly Leu Ser Glu Val Lys 

675 680 685 

Val Val Lie Asn Tyr Asn His Lys Phe He Glu Asn He Gly Tyr 
690 695 700 

Leu Tyr Gly Val Tyr Asn Val Thr Met Val He Val Leu Leu Asn 

710 715 720 

Leu lie Ala Met lie Asn Ser Ser Phe Gin Glu lie Glu Asp Asp 

725 730 735 

Asp Val Glu Trp Lys Phe Ala Arg Ala Lys Leu Trp Phe Ser Tyr 

7 40 745 750 

Glu Glu Gly Arg Thr Leu Pro Val Pro Phe Asn Leu Val Pro Ser 

755 760 765 

Lys Ser Leu Leu Tyr Leu Leu Leu Lys Phe Lys Lys Trp Met Cys 
770 775 780 

Leu lie Gin Gly Gin Lys Gin Gly Phe Gin Glu Asp Ala Glu Met 

790 795 800 

Lys Arg Asn Glu Glu Lys Lys Phe Gly lie Ser Gly Ser His Glu 

805 810 815 

Leu Ser Lys Phe Ser Leu Asp Lys Asn Gin Leu Ala His Asn Lys 

820 825 830 

Ser Ser Thr Arg Ser Ser Glu Asp Tyr His Leu Asn Ser Phe Ser 

835 840 845 

Pro Pro Arg Gin Tyr Gin Lys lie Met Lys Arg Leu lie Lys Arg 
850 855 860 

Val Leu Gin Ala Gin lie Asp Lys Glu Ser Asp Glu Val Asn Glu 

870 875 880 

Glu Leu Lys Glu lie Lys Gin Asp lie Ser Ser Leu Arg Tyr Glu 

885 890 895 

Leu Glu Glu Lys Ser Gin Asn Ser Glu Asp Leu Ala Glu Leu lie 

900 905 910 

Lys Leu Gly Glu Arg Leu Ser Leu Glu Pro Lys Leu Glu Glu Ser 
915 920 925 

Arg 



tile: C: CRF3 \Outhold\VsrJ005216.htm 



1231 01 



Page 5 of 7 



RAW SEQUENCE LISTING 

PAIENT APPLICATION: US/10/00 5 , 2 16 



DATE: 12/31/20Q1 
TIME: 18:43:02 



rnput Set : A:\PTO.AMC.txt 

Out put Set : N : \CRF 3\1 2 312 0 0 1\ JO 0 5 216 . raw 



^30 



J L') 2 1 0 • SEQ ID NO: 3 
2.1 i : Jll ■ LENGTH : 200 

2 :212 • TYPE : DMA 
2 M -;213- ORGANISM: Artificial Sequence 
2 1 5 :2 2<> - FEATURE . 

2.1h '22 <• OTHER INFORMATION: Targeting vector 
2.18 -:4iHi.- SEQUENCE: 3 

2!. , -> tcctoaattc taactgcatt tcttctggaa aagaataaaa cgattcacca gagctccaga 60 
22(1 qqatagcct.a agctgagttg tttttaatca aatcattctg tgtgctgtct cacccctagt 120 

221 rrgt-rgctea tcoaagctgt cagcaacagc tcctgtccat atggtatgag aacctctctg 180 

222 '^tt.tacggca gcagaccatg 200 
22-; • :2 lu - SEQ ID NO: 4 

225 -:2 1 1 • LENGTH : 200 
2 26 •: 2.1.2 :• TYPE: DNA 

227 -;213> ORGANISM: Artificial Sequence 
22'-* • 22U - FEATURE: 

230 -:223> OTHER INFORMATION: Targeting vector 

232 -:4M)> SEQUENCE: 4 

233 tcatggtcct tgctgttgcc attggattgc ccttcctggc tctcatatac tggtgtgctc bC) 

234 ctt.geagcaa ggtatgtctg tgagtcctgc agtccatctg tagttgaatt ctgtccagca 120 
23j ggcaaagate tagctccaaa atgaaaatat gatttgaagt acacaggttc acataatctt 180 
236 tctatttgtt tgagaatttc 200 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/005,216 



DATE: 12/ 3 1/200 T 
TIME: 18:43:03 



L : 12 
L : 12 



M 

M 



Input Set : A:\PTO.AMC.txt 

Output Set: N:\CRF3\12312001\J005216.raw 



270 C: Current Application Number differs, Replaced Current Application No 

271 C: Current Filing Date differs, Replaced Current Filing Date 
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